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M EG Modular Multi-scale Integrated Genome Graph Browser Overall Graph Linear Manual~ Layout~ chml

Overall View: Circos Overall View: Feature Table

Source Target
GO chrom breakpoint +/- chrom breakpoint
Show All  ~| Show All j
® chr10 47,023,102 + chr10 47,059,582
® @ chr5 179060665 + ® chr5 179,085,567
® @chré 36,758,099 + ® chré 35,758,099
® chr16 75,238,052 + chr16 76,258,031
B ®chr12 80,842,171 T ® chr12 80,861,781
® chr7 158387936 + chr7 168,387,936
C] chr8 24972434 + chr8 24,990,945
@ chr18 44545968 + chri8 44545968
@ @chri9 34,883,089 + ®chrig 34,883,089
& @chr2 180065349  + @ chr2 180,081,560
Page 1 & of 1989
Next
10 rows j
<- Select Chromosomes ‘ ->
S S —_— Filter:

genomic region or gene name

Overall View: Karyotype Widget [~)
Overall View: Threshold Slider

Priority threshold: Low <=> High

Inter-Chromosomal 8  Intra-Chromosomal
ph View: SequenceTubeMap
|80849878 | 80852800 180853300 | 80853400

Color Trackname Show Track
| chr12
| ins_chr12:80849878&chr12:80843878_NONE

<]

<]

B ins_chr12:808532218&chr12:80853221_NONE
| ins_chr12:80853303&chr12:80853303_NONE
| inv_chr12:80842171&chr12:80861781

<]

<]

MergeNodes GeneAnnotations Alignments(Reads) compressed proportional design(small) j
C
Discard cache | Toggle gene PAMNEIEE

Linear View: Annotations

GO track name chrom start end +/- description

NM_001145026.1 PTPRQ ® chri2 80,838,126 81,073,968 1 protein tyrosine phosphatase, receptor type, Q
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GitHub: https://github.com/MoMI-G/MoMI-G
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