Genome Visualization on 4-th Dimensional Space
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ABSTRACT. Many genome sequences were specified by research in recent years. However, since the amount
of information is huge, it is hard to grasp awhole image of them. Then, we suggested two visualization technology
using the ability of genome arrangement to match with the curve on 4dimensional space. Simultaneoudly, the

application using the technique was developed. Moreover, visualization of relation nature applicable to the larger
range was challenged, and the prototype was devel oped.
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<Figure 1. GenomeV4 Applet >
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<Figure 2:Genome V4 Server >
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<Figure 3: GenomeV4 Pro >



<Figure 4: GenomeV4 Pro
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<Figure 5: CosB Map >
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<Figure 6:
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